Figure 1 - Reina-San-Martin, B. et a/. 
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Figure 2 - Reina-San-Martin, B. et al. 



Tc MR:<SVe?:<QKFFFSAF?FrF??CV??LISRTGQS:<LL^^ 7 5 

Cs - - - -- MXrSXG 5 

Pa : MCR 3 

Tc FT C I DMKTSGE AAR I VT SGL?HI?G5 N>tAS X XAYLQE N>! D Y L R RG I MLE PRGKDDM FG A FL F D ? I E EGAD LGMV F 150 

Cs IHAIDSHTMGEPTRI WGGI PQINGETiHADKXXYLEDNLDYVRTAI^MHSPRGHNDMFGS I ITSSN^'XEADFGI I F 31 

Pa IRIIDSHTGGEPTRLVIGGFPDLGQGDMASRRRLLGERHDAWRAACILEPRGSDVLVGALLCAPVDPEACAGVIF 7 3 

Tc MDTGGYLN^ICGHNSIAAVTAAVETGIVSVPAXATNVPWLDT^ 2 25 

Cs MDGGG YLNMCGKGS I GAATVAVETGMVEMVE PVTN IN - - MSAPAGLI XAXVMVEN ErCVXSVSITNVPSFLYM 151 

Pa FNNSGYLGMCGHGTIGLVASLAHLGR I GPGV KRISTPVGSVEATLH EDGSVSVRNVPAYRYR 140 



Tc QDVVV^/LPXPYGSVRVDIAFGGNFFAIVPASQLGIDISVQNLSRLQEAGELLRTEINRSVXVQHPQLPHINTVDC 3 00 
Cs E D AKL E V ? S LN XTITFDISFGGSFFAII HAXE LGV XV ETS Q VD VL KXLG IEIRDLINEKIXVQHPELEHI KTVD L 2 25 
Pa RQVSVEVPGI -GRVSGDIAWGGNWFFLVAGH - -GQRLAGDNLDALTAYTVAVQQALDD QDIRGSDGGAIDH 20 3 



Tc VS I YG? PTNPEANYXNWI FGNRQADR 
Cs vsiydepsnpeatyxnwi FGQGQVDR 

Pa I ELF AD- -DPHADSRNFVLCPGKAYDR 



SPCGT 
5PCGT 
SPCGT 



GTS AXMATL Y AXGQLR I GET FVYES I LGSLFQGRV - - LGEE 3 71 
GTS AXLATL YXKGHLX I DEKFVYES I TGTMFXGRV- - LEET 2 97 
GTSAXLACLAADGr^LLPGQPWRQASVIGSQFEGRYEWLDGQ 279 



Tc 
Cs 
Pa 



RIPGVKVPVTXDASEGMLVVTAEITGXAFIMGFNTMLFDPTDPFXNGFTLXQ'* 4 23 

'iCJGZrD -AIIPEITGGAYITGFNKFVIDPSDPLXYGFTV* - - 33 5 

? GG? I VPTIRGRAHVSAEATLLLADDDPFAWGIRR* 314 
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FIGURE 3(a) 
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FIGURE 3(b) 
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FIGURE 3(c) 




FIGURE 4 



Splice leader 
acceptor sites 



Signal 



:AT77GAGGCG7GGCA7AATGC^ 



Polypvrimidine rich region 

'o 

C C7 T TT T CTTTTT AAAAPiC AAAAAAAA7 T CCGGGGGG AA7 AT GG AAC AGGG 7 AT AT ClC GT AAAAG7 G T C T G T C CC AAAC AAAAAT 777' 
T^TCCGCCTTCC^ 

AAAATTATTAAGGGCGAGAAAAAAGAAAAGAAAAAAAATCAAC 

K I I K GEXKEKKKNQRANRREKQQKRE I MR F 
AAGAAATCATTCACATGCATCGACATGCATACGGAAGGTGAAGCAGCACGGATTGTGACGAGTGGTTTGCCACACATTCCAGGTTCSAAT 

K K 5 F T C I DMHTSG 
ATGGCGGAGAAGAAAGCATACCTGCAGGAAAACATGGAT7AT 

MAEKKAYLQENMDYLRRGIMLEPRGHDDMF 
GGAGCCTTTTTATTTGACCCTATTGAAGAAGGCGCTGACTTGGGCATGGTATTCATGGATACCGGTGGCTATTTAAATATGTGTGGACAT 

GAFLFDPIEEGADLGMVFMDTGGYLNMCGH 
AACTCAATTGCAGCGGTTACGGCGGCAGTTGAAACGGGAATTGTGAGCGTGCCGGCGAAGGCAACAAATG7TCCGGTTGTCCTGGACACA 

MS IAAVTAAVETG I V S V ? A K\ A T M V ? V V L D T 
CCTGCGGGG77GGTGCGCGGTACGGCACACCTTCAGAG7GGTACTGAGAGTGAGGTGTCAAATGCGAGTAT7A7CAATG7ACCCTCAT7T 

? A G L V R GTAHLQSGTESEVSNASI I N V ? 3 F 
77G7A7CAGCAGGA7G7GG7GG77G7G77GCCA.^AGCCC7A7GG7GAAGTACGGG77GA7A77GCA777GGAGGCAA777777CGCCA77 

LYQQDVVVVLPKPYGEVR V D I A F G G N F F A I 
GT7CCCGCGGAGCAG77GGGAA77GA7A7C7CCG77CAAAACC7C7CCAGGC7GCAGGAGGCAGGAGAAC77C7GCG7AC7GAAA7CAA7 

VPAEQLGI0ISVQML5RLQEAGELLRTEIN 
CGCAG7G7GAAGG77CAGCACCC7CAGC7GCCCCA7A77AACAC7G7GGAC7G7G77GAGA7A7ACGGTCCGCCAACGAACCCGGAGGCA 

RSVKVQKPQL?H2N?VDCVEIYG??7N?EA 
AAC7ACAAGAACG77G7GATA777GGCAA7CGCCAGGCGGA7CGC7C7CCA7G7GGGACAGGCACCAGCGCCAnGA7GGCAACAC777A7 

N* Y K NVVIFGNR QADRS PCGTG7SAK M A T L Y 
GCCAAAGGCCAGC77CGCA7CGGAGAGAC7777G7G7ACGAGAGCA7AC7CGGC7CAC7C77CCAGGGCAGGG7AC77GGGGAGGAGCGA 

A K GQLRIGE7FVYES ILG5LFQGRVLGE-ER 

A7A.CCGGGGGTGAAGGTGCCGGTGACCAAAGATGCCGAGGAAGGGATGC7CGTTG7AACGGCAGAAA77ACTGGAAAGGCTTTTA7CA7G 

I PGVKVPVTKDASEG M LVV7AE I7GKAFI M 
GGT77CAACACCATGC7G777GACCCAACGGA7CCG777AAGAACGGA77CACA7TAAAGCAG7AGA7C7GG7AGAGCACAGAAAC7A77 

GFN7MLFDP7DPFKNGFT1XQ- 
GGGGAACACG7GCGAACAGG7GC7GC7ACG7GAAGGG7A77GAATGAA7CG777777777A77T77A777777A77777A77AG7GCA77 

AT7A77AAAT777777777G7TT7GGGG777CAACGG7ACCGCG77GGGAGCAGGGAAGCGA7AGCGGCCGGACAA777777GC7777AT 
T7TCA7777CATC77CC7ACCCAACCCCCT7GG77CCACCGG7CGCGGCGGGG7CT7G7GGGTGGAGGAG7CC7AAA.7CCCGCACC7CGG 
AGGAA7 AAACA7A777CAAT7 T CAT AT CT7GGAATCAAAAGGC AT 
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Polyadenilation site 
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Obs : Underlined the sequenced peptides used to deduce degenerated primers for cloning 



Nucleotide sequence and peptide sequence TcPA45 



FIGURE 5 
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FIGURE 6 
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Day 7 after injection 
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FIGURE 8 




FIGURE 9 



AJexa«F(ay)2 Chronic serum 
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FIGURE 10(a) 



FIGURE 10(b) 




FIGURE 10(c) 




FIGURE 10(d) 




FIGURE 11(a) 
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FIGURE 11(b) 




FIGURE 12 




FIGURE 13 




FIG. 14 



